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Outline

• Deid dataflow cancer genomics
• How it comes together: cancergenomics + clinical + notes/reports + 

radimages + cancerregistry + pathology
• cBioPortal
• Path concepts
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§ Goal: Provide internal access to de-identified 
genomics panel testing data linked to other de-
identified data assets 

§ Precision medicine is critical in cancer and an 
essential component of institutional goals

§ Puts UCSF at the forefront
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CANCER GENOMICS DATA - SIGNIFICANCE
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§ At the present time, we have more than 
11,000 Foundation Medicine and UCSF500 
reports that have been aggregated into a 
database

§ Metadata has been de-identified using the 
same protocol that has been approved for 
Information Commons
• Data has been de-identified through the 

application of specific probes that look for 
personal identifying information (PII)
‒ Fields have been removed/surrogated 

if PII has been found
‒ Database is monitored regularly for 

potential PII
§ Genomics data elements are variants 

retrieved from panel testing and are 
considered low risk according UC Health 
external legal counsel
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CANCER GENOMICS DATA - DEIDENTIFICATION
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Cancer Commons Data Flow
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